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HCVSSHD.SSQ (aitsj^-'^^aslated Sequence A— ^ P /- 



Sequence Range: 342 -to 840 



350 360 370 380 



3S0 

A TGA GCA CGA ATC CTA AAC CTC AAA AAA AAA ACA AAC GTA ACA CCA J^CC 
T ACT CGT GCT TAG GAT TTG GAG TTT TTT TTT TGT TTG CAT TGT GGT TGG 
*** Ala Arg lie Leu Asn* Leu Lys Lys Lys Thr Asn Val Thr ^ro •^hr> 
^ ^a-- ^THANSLATION OF ECVSEND.SEQ (RITSA) [A] a a a ^> 

400 410 j.P«^^^«''^ 420 d-in 

* r-* ^i^v * * , 

• GTC GCC CAC AGG ACG TCA AGT TCC CGG GTG"gCG-GTC AGA TCG TTG GTG 
CAG CGG GTG TCC TGC AGT TCA AGG GCC a\C CGC CAG TCT AGC AAC CAC 
Val; Ala His i Arg Thr Ser Ser Ser Arg Val Ala Val Arg Ser Leu Val> 
La ^a__TRANSLATION OF HCVSSND.S2Q (RITSA) [A]_a a a > 

440 \ 450 460 470 480 

* * * * ♦ * * .* 

GAG TTT ACT TGT TGC CGC GCA GGG GCC CTA GAT TGG GTG TGC GCG CGA 
CTC AAA TGA ACA ACG GCG CGT CCC CGG GAT CTA ACC CAC ACG CGC GCT 
Glu Phe Thr Cys Cys Arg Ala Gly Ala Leu Asp*Trp Val Cys Ala Arg> 
^ La__TRANSLATION OF HCVSSND.SSQ (RITSA)* [A] a a a ^> 

490 500 510 520 * 530 

CGA GAA AGA CTT CCG AGC GGT CGC AAC CTC GAG GTA GAC GTC AGC CTA 
GCT CTT TCT GAA GGC TCG CCA GCG TTG GAG CTC CAT CTG CAG TCG GAT 
Arg Glu Arg Leu Pro Ser Gly Arg Asn Leu Glu Val Asd Val Ser Leu> ' 
a .a__TRANSLATION OF HCVSSND.SSQ (RITSA) [A]* a a a > 



540 ^. 550 . . -560 570 



580 



TCC CCA AGG CTC GTC GGC CCG AGG GCA GaA CCT GGG CTC AGC CCG GGT 
AGG GGT TCC GAG CAG CCG GGC TCC CGT CCT GGA CCC GAG TCG GGC CCA 
Ser Pro Arg Leu Val Gly Pro Arg Ala Gly Pro Gly Leu Ser Pro Gly> 
a__a__TRANSLATION OF HCVSSND.SSQ (RITSA) [A] a a a > 

590 600 610 620 630 

ACC CTT GGC CCC TCT ATG GCA ATG AGG GCT GCG GGT GGG CGG GAT GGC 
TGG GAA CCG GGG AGA TAG CGT TAG TCC CGA CGC CCA CCC GCC CTA CCG 
Thr Leu Gly Pro Ser Het Ala Met Arg Ala Ala Gly Gly Arg Asp Gly> 
^a__a__TRANSLATION OF HCVSSND.SSQ (RITSA) [A] a a a > 

540 650 ' 660 670 

* * * * * ♦ * * 

• TCC TGT CTC CCC GTG GCT CTC GGC CTA GCT GGG GCC CCA CAG ACC CCC 
AGG ACA GAG GGG CAC CaA GAG CCG GAT CaA CCC CGG GGT GTC TGG GGG 
Ser Cys Leu Pro Val Ala Leu Gly Leu Ala Gly Ala Pro Gin Thr Pro> 
a a T RANSLATION OF HCVSSND,SEQ (RITSA) [A] a a a > 

580 690 700 710 720 

* ** * *♦ * * 
GGC GTA GGT CGC GCA ATT TGG GTA AGG TCA TCG ATA CCC TTA CGT GCG 
CCG CAT CCA GCG CGT TAA ACC CAT TCC AGT AGC TAT GGG AAT <5CA CGC 
Gly Val Gly Arg Ala He Trp Val Arg Ser Ser lie Pro Leu Arg Ala> 
a a TRANSLATION OF HCVSSND.SSQ (RITSA) [A] a a a ^> 

730 740 750 760 770 

** * ** ♦ ** ★ 

GCT TCG CCG ACC TCA TGG GGT ACA TAC CGC TCG TCG GCG CCC CTC TT<; 
CGA AGC GGC TGG AGT ACC CCA TGT ATG GCG AGC AGC CGC GGG ^G AAC 
Ala Ser Pro Thr Ser Trp <;iy Thr Tyr Arg Ser Ser Ala Pro Leu Leu> 
a a__TRANSLATION OF HCVSSND.SSQ (RITSA) (A], a a a > 



ft • t 



HCVS2ND.SSQ (SUtsa) ^j^^/^^^ Sequence 



780 790' 800 810 



* 



* 



820 



GAG GCG CTG CCA GGG CCC TGG CGC ATG GCG TOO GGG TTC" TGG AAG ACG 
CTC CGC GAC GGT CCC GC-G ACC C-CG TAC CGC AGG CCC AAG ACC TTC TGC 
Glu Ala Leu Pro Gly Pro Trp Arg Met Ala Ser Giy Phe Trp Lys Thr> 
_a a .TRANSIATION OF ECVS2ND,SSQ (RITSA) [A] a a a > 



830 840 

GCG TGA ACT ATG CAA CAG 
CGC ACT TGA TAC GTT GTC 
Ala Thr Met Gin Gln> 
T RANSIiATION OF H ^> 



Translation of; KC^i .JsZQ (Rit ajamotated S«q^cU-^ 

Sequence Range: 1 to 166 . 

10 20 30 40 50 60 

* 

*ARTLNIJCK TNVTPTVAffil TSSSIiVAVSS LVSTTCCaAG AiOWVCASaS SLPSONLSV 

70 80 90 100 110 120 

DVSLSPRLVG PRAGPGLSPG TLGPSiiaiClA AGGRDGSCLP Vai*GLAGa?Q TPGVGS&IWV 

130 140 150 160 

- . * r . 
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